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W = ESE5EH: KEEARSDSOX2-0T (SRY- &4 H T2 WAL FA) 12 5 £ 040 M 01 . 405
FEAE AR . BUAN, AEWIE B E M & B miR-409-3p 5 SOX2-OT I 2 11 A2 (ANXA2) FR7E4E A
Mo I, AP SOX2-0T/miR-409-3p/ANXA2 7 B i 248 i v () 2238 S AR .
7%+ FH qRT-PCR K& 15 96 2H 21 5 1 9 40 L P SOX2-0T . miR-409-3p Fl ANXA2 mRNA 23k . #4594
fitd 43 590 %% Y SOX2-OT shRNA i A7 (sh-SOX2-OT) . FH: 44 4t sh-SOX2-OT 1 miR-409-3p M il 4 . 3 5 e
sh-SOX2-OT F ANXA2 3o 3k ks, FFi52s (X IR L shRNA B JBORE X BR300 ik 42 B e Sk ot B AN 3k
K JFORL AR T BE L BE RS T 4% 28 40 i SOX2-0T . miR-409-3p F ANXA2 mRNA 635, 40 038 5 15 40 it i
FIMRZERE ST, MIMPETIEN, LUSIETEAR &Y Ki-67 . 150 2E e R HE-3 (cleaved caspase-3) . Bel-2
KX EMA (Bax) ., FEFE4BEAEFO (MMP-9) . ANXA2 HHRYFRIL . H XN ZEO0 R BT A5 3L K S2 50 56
JE miR-409-3p . SOX2-OT. ANXA2 Z[a] (1 #0[a) 5C R o AR BURS AR 50 50 K T SOX2-OT %o 5 4 I Jed AE < 1
A
R BEAS (s mdl8)) SHEBAM (o EWEH LR 4I0E) H SOX2-0T Hl ANXA2 ik W] & 7
i, miR-409-3p FE I B FEIE (39 P<0.05) . 554 sh-SOX2-0T J&i, B I8 41 g h SOX2-OT A1 ANXA2 mRNA
FEIR U] WA, miR-409-3p FIK W] BT (X P<0.05) 5 BA% ST R /1R 22 68 1 W] o5, o TR 0] ot
(3 P<0.05); ANXA2. Ki-67. MMP-9 % H &L B AL, cleaved caspase-3 fil Bax 2 [ # 15 B 2 T+
(¥4 P<0.05) o [7] 4% Y& miR-409-3p 1l il 47 81 ek %6 55 ANXA2 5, sh-SOX2-OT X 1 J2 41 fitd A9 L 3k 5 i 14
W AIE] (¥ P<0.05) o B2 Wi 2 2 4 S 38 /s, miR-409-3p . SOX2-OT . ANXA2 2 [i] {1 41 [] ¢
Fo B S R IR, Y si-SOX2-0T ) 5 ¥ 41 A6 #R B P9 iy ZE Kbl B S A, HL RS AR 4 2
i1 SOX2-0T 635 F 18 . miR-409-3p ik Fill, ANXA2 Fl Ki-67 2 A FHME SR B AR (2 P<0.05) .
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The regulatory effect of the SOX2-OT/miR-409-3p/ANXA2 axis on
gastric cancer cell functions and its mechanism
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Abstract

Key words

Background and Aims: The long non-coding RNA SOX2 overlapping transcript (SOX2-OT) is
involved in the regulation of cancer cell cycle and proliferation. Bioinformatics analysis has revealed
potential binding sites among miR-409-3p, SOX2-OT, and membrane binding protein annexin A2
(ANXAZ2). This study aims to investigate the expression and functional role of the SOX2-OT/miR-409-
3p/ANXA?2 axis in gastric cancer cells.

Methods: qRT-PCR was used to measure the expression levels of SOX2-OT, miR-409-3p, and
ANXA2 mRNA in gastric cancer tissues and cell lines. Gastric cancer cells were transfected with SOX2-
OT shRNA plasmid (sh-SOX2-OT), co-transfected with sh-SOX2-OT and miR-409-3p inhibitor, or co-
transfected with sh-SOX2-OT and ANXA2 overexpression plasmid. The control groups included blank,
shRNA-negative control, inhibitor-negative control, and overexpression plasmid-negative control.
Expression levels of SOX2-OT, miR-409-3p, and ANXA2 mRNA, cell proliferation, migration/invasion,
apoptosis, and protein expression of Ki-67, cleaved caspase-3, Bax, MMP-9, and ANXA2 were assessed.
Dual-luciferase reporter assays were conducted to confirm the targeting relationships among miR-409-
3p, SOX2-0OT, and ANXA2. A xenograft tumor model in nude mice was used to evaluate the effect of
SOX2-OT on gastric cancer tumor growth in vivo.

Results: SOX2-OT and ANXA2 expression levels were significantly upregulated, while miR-409-3p
was downregulated in gastric cancer tissues (vs. adjacent non-cancerous tissues) and gastric cancer cell
lines (vs. normal gastric epithelial cells) (all P<0.05). In gastric cancer cels, knockdown of SOX2-OT led
to decreased expression of SOX2-OT and ANXA2 mRNA and increased expression of miR-409-3p
(all P<0.05), and this was accompanied by reduced proliferation and migration/invasion abilities, and
increased apoptosis (all P<0.05); protein levels of ANXA2, Ki-67, and MMP-9 were significantly
decreased, whereas cleaved caspase-3 and Bax levels were significantly increased (all P<0.05). These
effects were reversed by co-transfection with the miR-409-3p inhibitor or ANXA2 overexpression
plasmid (all P<0.05). Dual-luciferase assays confirmed the direct targeting relationships among miR-409-
3p, SOX2-0OT, and ANXAZ2. In vivo, knockdown of SOX2-OT significantly inhibited tumor growth in
nude mice, with reduced SOX2-OT and increased miR-409-3p expression, as well as decreased ANXA2
and Ki-67 protein positivity in xenograft tissues (all P<0.05).

Conclusion: SOX2-OT is upregulated in gastric cancer cells and may promote malignant behaviors by
competitively binding miR-409-3p, thereby relieving its inhibition on ANXA2. The SOX2-OT/miR-409-
3p/ANXA?2 axis may represent a potential molecular target for gastric cancer therapy.

Stomach Neoplasms; RNA, Long Noncoding; MicroRNAs; Annexin A2; Cell Proliferation; Neoplasm Invasiveness
CLC number: R735.2

=]

B R B R UL R 2 — P A NS A A, a1 NEGK 76 B A2 A1, H 9
TrEHB S, 2020 4F 4Bk 5 1 i

I

1

£l

i Ak F (9 2 i HL A G A 58 i 48, BF9E R S |

http://www.zpwz.net



710 W E AR A

5 34 45

W AL . MTTIRAT I . SRR R A Y, HETE
XTI A T R B RS F R UIBR kT
HZGIRIT S, (M BRI A R TR R &
FetE, REORACRMAL, 584 FRIUH 35% 4
A B RS E g 0 4y T K AR BIL R o T AR
TR B R A HEE XY, BIEY, IneRNA 7]
P 9 A0 AR A2 AR AT B, Wang SR 5 3 B
SRY- G4 sk 2 S kA (SOX2-0T) fEH W
JE A b RS, VAR HEE R A A . B
Ff2 2% . Dodangeh 55"MHiF 5¥ & B SOX2-OT 7 ii Ji 24
Jif v v ek, AT R AN R A AT O Y
KA. SOX2-OTTEZ R s ik, B SOX2-
OT W] Rt 5% ) B 95 9 & A4E K B o IncRNA R 3549
2 A 32 B 2 98 45 T U miRNA 283K 52 39
Feng Z5VF 5% 26 W] b 8 miR-409-3p 2 15 A] 41 41 & 9
MMfR7e . TR LB 5k . Cheng %"HF 5
W13 2 38 miR-409-3p AT 1 i B 5395 40 i 1k 77 #0RK
PE, PEBEAR A2 (ANXA2) & — b 455 40 i 1k 5 B
SGMMEREN, E2MEA Rk, AT
A 3 95 4 L ST RS ARG MUY L Xie S5 UIBIESY R BT UL ER
ANXA2 FIE Al 59 B A MG 56 . T iR 28 e
T, BRI SRR AR . A, AR B
3BT & L miR-409-3p . SOX2-OT il ANXA2 2 [i] 77 1E
B g5 A . e, AR 9T B 35 SOX2-0T J&: 5
AL 3 3 45 miR-409-3p/ANXA2 il > 0 5 ' s 41 i
W B E W FAT R .

1 #MRERE

1.1

111 FReAR 32 4 H 9 R B g 4 LR 55 21
241 (2022 4F 1 A —2023 4F 12 H Wi 18] 76 74 PH 2 24 =
GLPERE MR ERIRIT R E) BlkdE.
iR 25 #H R E R . AR RS A B
R ZE 0l 2 i B i . 15 98 MGC-803 . HGC-27 .
BGC-823 . SGC-7901 4fi fit & 8 I Fz 41 il GES-1 14 H
T8 ke A= W B A BRZAS Fl . SOX2-OT shRNA Jii ki
(sh-SOX2-0T) K B XF BE S RL (sh-NC) . miR-409-
3p i ¥ kL (miR-409-3p inhibitor) & [ 4 XF #&
i ki (inhibitor NC) . ANXA2 & % 35 i K. (oe-
ANXA2) K BAMEXT FEERL (0e-NC), 4 b g 75 35
N A IS . 20 5 BALB/e # B [ 5146 0L A
AEYEREARA R, A AHES . SCXK (58)
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1.1.2 22X A B4 s [ M B R AR A R
7y ) s RPMI 1640 35 52 520 [ R A Y RH A
FRZS 7l qRT-PCR FIE RNA 42 B 77 & [ b 52
FHAEYRHEABRA R ; CCK-8iK7 &l A L%
BE YR A R W 5 Transwell /N2 F120 4 1246
W 50 &5 0 [ g 5 T AR A PR A R B A
PRy Ki-67 fit st . 5y Be K 4 -3 (cleaved
caspase-3) . Bel-2 XHE X 1 (Bax) . HE T4 )@ K
9 (MMP-9) ., ANXA2. B-WLsi&E 1 (B-actin)
YRy B F% [E Abcam 23 H) .

1.2 Fik

1.2.1 qRT-PCR # @ SOX2-OT. miR-409-3p #=
ANXA2 mRNA £ & $E B 220 M A9 5L RNA,
IF B H 30 55 5% fy eDNA, X eDNA #F 47 2¢ % & &
PCR ¥ 14 . LA U6 F1 GAPDH N £ it % SOX2-0T.,
miR-409-3p Fl ANXA2 mRNA A9 #H XF 3 ik i (2744¢
%) 5l¥: SOX2-0T IE [ : 5-GTT CAT GGC CTG
GAC TCT CC-3'; JZ i) : 5-ATT GCT AGC CCT CAC
ACC TC-3'; miR-409-3p 1E[f] . 5'-CGG AAT GTT GCT
CGG TGA-3'; JZ [ : 5-AGT GCA GGG TCC GAG
GTA TT-3'; ANXA2 mRNA IE [i] : 5-GAG CGG GAT
GCT TTG AAC ATT-3'; JZ 1 : 5-TAG GCG AAG
GCA ATA TCC TGT-3'; U6 iF [i] : 5'-ATA TAG AAC
AGG CAA CCA-3'; A : 5-TGT CCA TCT ACT TTG
AGT-3'; GAPDH IE [i] : 5-CCA CCC ATG GCA AAT
TCC ATG GCA-3'; JX [f] . 5-TCT AGA CGG CAG
GTC AGG TCC ACC-3',

1.2.2 e s X} HGC-27 40 B 43 9 #4740 F &b
P, EREFRE (SAXEA) . FEY sh-NC (sh-NC
). F5 Y sh-SOX2-0OT (sh-SOX2-OT 41 ) . J: %% e
sh-SOX2-OT Al inhibitor NC  (sh-SOX2-OT+inhibitor NC
g) . FEE YL sh-SOX2-OT F1 miR-409-3p inhibitor (sh-
SOX2-OT+miR-409-3p inhibitor 21 ) . Ft: %% Yt sh-SOX2-
OT Fll 0e-NC  (sh-SOX2-OT+0e-NC #H ) , % 4t sh-
SOX2-OT Fil 0e-ANXA2 (sh-SOX2-OT+oe-ANXA2 41 ) .
H Lipofectamine2000 & F 2 OB R R R R B Y 3]
HGC-27 A, 55 % 48 h )5 E4T )5 425050 .
1.2.3 CCK-8 ik 4 ) 20 fo 3 8 T 96 £L #e H $5 Fh
HGC-27 41 ffl (5x 10*4~/4L), 24 h f148 hirf, T4k
R4 10 L CCK-8 My BE I, 2 h )5 B b A3 2
W S6AH (450 nm) o

1.2.4 AKX REnmied = WESH HGC-27
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T &, % :SOX2-OT/miR-409-3p/ANXA2 #i %t & J& 20 1 7 fik B9 98 42 K HAE F HL# 711

YA 24 FLB, I Annexin V-FITC 5 PLig 7] #
Tyt , W8 15 min, P =X 40 M ASCRS W0 4 A R T
1.2.5 migtHfiz gtenl THILLE . KIKEN
(5x10°/~/mL) 200 pL 24 il 2 % 3 Fh T Transwell
INEW EERIAL, FECE 600 pL 55 57w AT
%=, BhFUER, W&, Jef, WS S UE
WLZ A ML TR E O . 1R Z2 5L . Matrigel IR AL #E I
%=, HARPER .

1.2.6 Western blot #& M Ki-67 . cleaved caspase-3 . Bax
MMP-9  ANXA2 %& & & & $2 B4 41 HGC-27 41 iy
MM, IR HE R, BRIk, % 2 PVDF
B, 312 he IIALUN RPTEREEFR, —Pi: Ki-67.
cleaved caspase-3. Bax. MMP-9., ANXA2. P -actin,
HUEMA P E 1 h, ECL & {4, Image-Pro
Plus 243 B 85 1K BEAA .

1.2.7 R & A K& 8 R % K B & 7 miR-409-3p 5
SOX2-OT % ANXA2 # ¥e. 61 % Z 43 B #4 8 SOX2-
OT HBf A= 7Y 1 5 748 R 3% & SOX2-0T-WT Fl SOX2-OT-
MUT, ¥ SOX2-OT-WT Fl SOX2-OT-MUT 43 ] 55 miR-
NC FI miR-409-3p mimic & % 4% F HGC-27 41 Jid i,
48 h 5, K286 MG . W BTk, Bk
ANXA2 5 miR-409-3p A ¥ ] X 2

1.2.8 A =% K 20 H BALB/c # BLBEAL
I3 H si-NC 41 . si-SOX2-OT 4, 4351 j¢ F 13 5 200 wL
(5% 10%)  si-NC 1 si-SOX2-OT %% 4% i) HGC-27 21 ifg ,

2.5+

a1
2.0 f—_‘r T
H_
< 1.54
;’g P<0.05
1.04 — == =
e
0.5
0.0 T T T
SOX2-0T miR-409-3p ANXA2 A

E1 SOX2-OT. miR-409-3p 1 ANXA2 mRNA Fi% 4
Figure 1

B5 d AR, 30 dJ52r e iR, AR IR
M AR, qRT-PCR A I i 988 20 2 v SOX2-0T Al
miR-409-3p ik .
1.2.9 % 9% B AL AR ] B 8 40 2% F ANXA2 F= Ki-67 &
G Fak I E AT e, WK AR S ST HT
JEAE 4, WRIN—HT ANXA2 I Ki-67 B 5 i %, #
YW E, DABRGERE YL, AR Imag J 4 HT,
15 ANXA2 HI Ki-67 1 FHE S
1.3 GritZ4biE

H] Graphpad Prism 8.0.1 73 #7 £ #i5 , %% 4 LA ¥y
B2 (x £5) Romo PR LR ki
5, PREFESTTHTZH 0 R, SNK-q &%k
HHNPAE E T P<0.05 HEFAGIT¥E X,

2 & R

21 BEARAINLEAEF SOX2-0OT, miR-409-3p #0

ANXA2 mRNA &%

1 98 41 21 SOX2-0OT il ANXA2 mRNA # ik 7K
S B TR A, miR-409-3p %35 /K F B @A
T4 40 (3 P<0.05) (F1A); B9 R
MGC-803. HGC-27. BGC-823, SGC-7901 H SOX2-0OT
F ANXA2 mRNA K k7KF- W] & T B 1% GES-1 48
M, miR-409-3p W WAL T8 I % GES-1 4l (3% P<
0.05) (& 1B). H v HGC-27 40 il 3L A & 35 /K F-
SR E, HTESEEE,

GES-1

P<0.05 pe00s MGC-803
7 — BGC-823

HGC-27

21 .. i 1 SGC-7901

HERIBKF

SOX2-0T miR-409-3p ANXA2

B

A: BERAL SEFHL,; B: BRAMAKSIER S FRZA0H
Detection of SOX2-OT, miR-409-3p, and ANXA2 mRNA expressions

A: Gastric cancer tissues versus adjacent

normal tissues; B: Gastric cancer cell lines versus normal gastric epithelial cells

2.2 %41 HGC-27 £l R h SOX2-OT. miR-409-3p
F1ANXA2 mRNA Rix
sh-SOX2-0T 41 HGC-27 40 g ¥ SOX2-OT FiI
ANXA2 mRNA %3k B WAL T 25 F % B2 Fl sh-NC 41,

miR-409-3p 3 ik B W & F 25 11 %) i 41 Al sh-NC 41
(¥ P<0.05) ; 5 sh-SOX2-OT+inhibitor NC 2H b %5 ,
sh-SOX2-0T+miR-409-3p inhibitor 41 HGC-27 41 ity
miR-409-3p F ik B B F# K, ANXA2 mRNA %A B
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FHE (39 P<0.05), SOX2-0T #ik G it¥E L (P>
0.05) ; 5 sh-SOX2-OT+o0e-NC 4H 5%, sh-SOX2-OT+
0e-ANXA2 0 HGC-27 Zfi Jifi ANXA2 mRNA 5% ik B i T+

P<0.05
P05 pe.0s

m (P<0.05),

SOX2-OT F1 miR-409-3p ik 22 F L4t
R E X (P>0.05) (K2),

2 RAMETSOX2-0OT, miR-409-3p 1 ANXA2 mRNA KA LLE
Figure 2 Comparison of SOX2-OT, miR-409-3p, and ANXA2 mRNA expression levels among different cell groups

2.3 HKAHGC-27 fAnILIEAE

sh-SOX2-OT 4 HGC-27 4fiffl OD, 6 (24 h. 48 h)
B 1K T 25 B % B4 R sh-NC 41 (P<0.05) 5 sh-
SOX2-OT+miR-409-3p inhibitor 41 0D, fE (24 h, 48 h)

I i 75 T sh-SOX2-OT+inhibitor NC 21 ( P<0.05) ; sh-
SOX2-0T+0e-ANXA2 41 OD,,, f (24 h, 48 h) B &
5 T sh-SOX2-OT+o0e-NC 20 (P<0.05) ([43),

3 HEMAETERE S LB

Figure 3 Comparison of cell proliferation abilities among different groups

2.4 FBHEHGC-27 HEEBFE LT LE
sh-SOX2-0OT 41 HGC-27 41 il iF 5% Fil {2 28 1~ 5 A

A F 25 B XF B840 F sh-NC 41 () P<0.05) 5 sh-

SOX2-0T+miR-409-3p inhibitor 41 HGC-27 4f Jfl 1T #% FI
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1RZEAK B 15 T sh-SOX2-OT+inhibitor NC 20 (4 P<
0.05) ; sh-SOX2-OT+oe-ANXA2 4 HGC-27 4 i iT #%
R A B0 5 T sh-SOX2-0T+0e-NC 41 (¥ P<
0.05) ([&14),
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75 AR IR AL sh-NC sh-SOX2-0T 41 sh-SOX2-OT+inhibitor NC 21

sh-SOX2-OT+miR-409-3p inhibitor £ sh-SOX2-OT+oe-NC 4 sh-SOX2-OT+oe-ANXA2 £

25 O R sh-NC sh-SOX2-0T 41 sh-SOX2-OT+inhibitor NC 21
sh-SOX2-OT+miR-409-3p inhibitor 41 sh-SOX2-OT+0e-NC 21 sh-SOX2-OT+oe-ANXA2 41

B4 Transwell SLIGHE N Z AT REMEZEBES (x100) A QMRS SCE; B: AR 85LE

Figure 4 Transwell assay to evaluate cell migration and invasion abilities in different groups (x100) A: Cell migration assay;

B: Cell invasion assay
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2.5 fKHAHGC-27 MAUFTE

sh-SOX2-OT 21 HGC-27 41 AL 8 7= & [ (42.36 «
527) %] W TS FX AL (5.82£0.71) %] F
sh-NC 41[ (5.49+0.65) %] (¥ P<0.05); sh-SOX2-
OT+miR-409-3p inhibitor 21 HGC-27 40 M4 ¥4 T° %

25 X HR AL sh-NC4H
10* 10*4
10°] . 10*]
& 104 &~ 104
104 .. 10
AR . AR o
10° 10" 10° 10*° 10* 10° 10" 10° 10° 10*
Annexin V-FITC Annexin V-FITC
sh-SOX2-OT+miR-409-3p inhibitor £ sh-SOX2-0T+oe-NC 2H
10* 10*
10°] ) 10°]
107 =~ 104
10 10"
100_ I i . 100_
10° 10" 10° 10° 10* 10° 10" 10° 10° 10*

Annexin V-FITC Annexin V-FITC

[ (2478 £3.12) % | W] & {k T sh-SOX2-OT+inhibitor
NC #H[ (40.37+5.86) %] (P<0.05); sh-SOX2-OT+
0e-ANXA2 41 HGC-27 41 i Y8 1= %[ (20.54 £2.82) %]
B i Ik T sh-SOX2-OT+oe-NC ZH[ (41.28+5.31) %]
(P<0.05) (&5).

sh-SOX2-0T 41 sh-SOX2-OT+inhibitor NC 21

10*4 10*

10°] 10°]

= 1om e = 10

IOIj 101:

100 i 107!
10° 10" 10> 10° 10 10 100 10° 10° 10

Annexin V-FITC Annexin V-FITC

sh-SOX2-0T+oe-ANXA2 2

10*4

10°]

2 103

IOIj

10°

100100100 100 10°
Annexin V-FITC

Es5 JEAMBTKRNER

Figure 5 Apoptosis analysis of cells in different groups

2.6 £ LHHGC-27 4Bt H Ki-67.cleaved caspase-
3.Bax.MMP-9,ANXA2 E{ KA LLER
sh-SOX2-OT 41 HGC-27 4 Jfi Ki67. MMP-9 .

ANXA2 85 1 3235 B 1K T 25 716 B4R sh-NC 41,

cleaved caspase-3 il Bax & [ & 3k W] 1 /& T 25 (1 %) |

2 Ml sh-NC 20 (¥ P<0.05) ; sh-SOX2-OT+miR-409-

3p inhibitor 21 HGC-27 401 i Ki-67 . MMP-9, ANXA2

B H W S E T sh-SOX2-OT+inhibitor NC £ ,

cleaved caspase-3 Fll Bax £ [ £ ik B i {lX T sh-SOX2-

OT+inhibitor NC 24 ( # P<0.05) ; sh-SOX2-OT+oe-

ANXA2 2 HGC-27 41l g Ki-67 . MMP-9 ., ANXA2 % [

# 5 W B H F sh-SOX2-OT+oe-NC 4 ,

caspase-3 Fll Bax £ £ ik 2 F 1K T sh-SOX2-0T+oe-

NC# (P<0.05) (K6).

2.7 miR-409-3p 5 SOX2-OT #1 ANXA2 i) #B [a] 5
RINIE
FIF Starbase ¥ 3 15 U miR-409-3p 5 SOX2-0OT

HANXA2 A9 25 407 5 . miR-409-3p mimic+SOX2-OT-

cleaved
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WT 4% 6 R B IG PE (0.41£0.04) B %A% T miR-

NC+SOX2-OT-WT 44 (1.05+0.09) (P<0.05) ; miR-

409-3p mimic+SOX2-OT-MUT 41 #¢ Yt & W 75 1

(1.02+0.09) 5 miR-NC+SOX2-OT-MUT #1 (0.98 +

0.10) ZR LG it% & L (P>0.05) . miR-409-3p

mimic+ANXA2-WT 4 ) 2¢ 6 Z il 15t (0.43+0.04)

B 5K T miR-NC+ANXA2-WT 20 (1.06+0.08) (P<

0.05) ; miR-409-3p mimic+ANXA2-MUT 1 %¢ )¢ % Jif§

W oM (099+0.08) 5 miR-NC+ANXA2-MUT 4

(1.04£0.09) LHiH2#E X (P>0.05),

2.8 ARIK SOX2-OT xR R HE B R = .SOX2-0T
#N miR-409-3p & [& 5% i& #1 ANXA2 #0 Ki-67 PH
Lz gp= A
si-SOX2-OT 2H % 48 %8 Jit & . SOX2-OT & ik 7K °F

B B K T si-NC 40, miR-409-3p ik K F B B & T

si-NC 2, ANXA2 FI Ki-67 BH ¥ R 0 54K F si-NC 44

(¥ P<0.05) (E7-9),



55 40 T &, % :SOX2-OT/miR-409-3p/ANXA2 %4 3t & % 40 1, o fik 19 8 4= % A% F HL 4 715

[N
A0 7
DR 2
R
1) A R e 0
A (O T OV OV 0T 08
e e
K67 ——————
cleaved caspase-3 _— S ’== =

By ————————
MMP-O A S S—————
T - —————
Bractn M A S S ——

P<0.05
—

P<0.05 Pﬂ?S

P<0.05 P<0.05
— P<0.05 —
— P<0.05 pe 05 P<0.05
Lo ,_'| L

P<0.05
P<0.05 7 P<0.05 005

P<0.05 P<0.05
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