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The relation between expression of p16,p53, CDK4/ cyclinD1 and prognosis

in breast cancer
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Abstract ; Objective  To study the expression levels of p16,p53, CDK4/ cyclinD1 protein in breast cancer
and their relationship to prognosis. Methods The expression of p16, p53, CDK4 and cyclinD1 in breast
cancer tissues of 86 patients who did mnot receive preoperative chemotherapy were examined, and the
relationship of their expression to clinicopathological data were analyzed. Results (1) pl6, p53, CDK4 .
The positive expression of p16,p53 and CDK4 were significantly different in stages 1 and II infiltrating ductal
carcinoma , but cyclin D showed no difference ; their positive expression in lymph node negative and lymph node
positive groups were significantly different ; their positive expression for patients’age <50 years and > 50 years
showed no significat difference ; there was significant difference of p53 expression between ER negative and ER
positive groups, but pl16, CDK4 and cyclin D expression showed no difference; p53 expression was
significantly different in ER negative and PR positive groups, but the levels of the other proteins were not

significantly different. (2 ) There were significant differences between the expression of p16 and p53( P <
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0.01),pl6 and CDK4 ( P <0.01)
indicated that histological grade , axillary lymph node metastases ,

cyclinD1 can affect the overall survival ( P <0.05).

lymph node metastases were prognostic factors for survival ( P < 0. 05 ) . Conclusions

,pl6 and cyclinDl ( P <0.01).
ER and PR status ,

('3 ) Univariate survival analyses

expression of pl16 , CDK4 and

(4 ) Multivariate analyses showed that only p53 and axillary

The gene products of pl16 ,

p53, CDK4 / cyclinD1 play a significant role in the oncogenesis and development of cancer, and may be used as

reference indicators to judge tumor invasion and metastasis , direction therapy and predict prognosis .

pl6 expression

and axillary lymph node metastases may be in dependent prognostic indicators of postoperative survival in breast cancer

patients .
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The combined use of the above markers may be helpful in making a better estimation of prognosis .
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(P >0.05)(F1),
2.3 pSIMKREEEARERTENXR
pS3 MY R Ik e FAE AR Y, MR KN, o B S A
ST R WG F 2% (P >0.05), p53 1 1
G, 10 G Pk T A8 R AL 2 b i BH R 2 Gk il
15.9% F142.9% (P <0.01) ;3 45 B M 41 5 %
ELZEFHPEZE S 12.5% M 50.0% (P <0.01); <
50 B4 >50 B N27.1% M31.6% (P >
0.05) ;ER BHMEAIPH M40l 42. 1% F11 18.8% ( P
< 0.05);PRFAMERPHMELL } 39.1% M 17.5%
(P <0.05)(#1),
2.4 CDK4 RIZERESEERFEHTENXE
CDK4 1) 33K 50 1% 73 9, Wk B 45 56 7% M ¢
5 ER #l PR, AE 8 A AH G . CDK4 16 T 9%, 11 iR i
PE S g A1 2 b i BH M SR Gk R 4 I 25, 0% AN

47.6% (P < 0.05) ; ik B 25 B 4 F0 BH 4 09 310 6
414 20.8% 1 55.3% (P < 0.001) ; ER B fI
PHME2H f 44. 7% F129.2% ( P > 0.05) ; PR [k
FIBHMEAH R 39.1% F132.5% (P > 0.05) ;<50
B >50 B HK3T. 5% F34.2% (P >0.05)
(£1),
2.5 cydinDl WRZEREERKFEHEHXR
cyclinD 1 59k 5 25 5% %% 41 ¢, 5 4R %, 20 81 41
¢, ER FI PR BARDLAHOG . 76 T, 11 93 i v 5 45 i
AR B PE R R 2530 34, 1% f45.2% (P
> 0. 05); i & 25 B9 M B M4l 25. 0% AN
57.9% ( P < 0.02); ER BH M R BH M 41 K 44. 7%
M35.4% (P > 0.05) ;PR B F0 B 2H H37.0%
MA42.5% (P > 0.05);<50 FHFM>50 %4HN
43.8% f134.2% (P > 0.05)(F 1),

R ARG I R AR AE (AR, 281 0 O, ML S5 56 B8 ,ER ,PR) IR R ()
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