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Preliminary study of expression and function of BTB/POZ domain-
containing protein 7 pseudogene 1 in hepatocellular carcinoma
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Abstract Objective: To investigate the expression of BTB/POZ domain-containing protein 7 (BTBD7) pseudogene 1
(BTBD7P1) in hepatocellular carcinoma (HCC) and its action.
Methods: The BTBD7P1 mRNA expressions in 106 paired specimens of HCC tissue and its adjacent tissue were
determined, and the relations of BTBD7P1 mRNA expression with the clinicopathologic features and prognosis
of the HCC patients were analyzed. In HCC Bel7404 cells after transfected with BTBD7P1 overexpression
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Results: The relative expression level of BTBD7P1 mRNA in HCC tissue was significantly lower than that in
adjacent tissue (0.71 vs. 2.14, P<0.05); lower expression of BTBD7P1 was significantly associated with tumor size,
satellite lesions, degree of differentiation, vascular invasion, hemorrhagic necrosis, and stage of HCC (all P<0.05);
the 1-, 3- and S-year overall and tumor-free survival rates in patients with low BTBD7P1 mRNA expression were
significantly lower than those in patients with higher BTBD7P1 mRNA expression (both P<0.05). In Bel7404
cells transfected with BTBD7P1 overexpression lentiviral vectors, the cell proliferation was significantly decreased
and the BTBD7 mRNA expression was significantly down-regulated (both P<0.0S), but BTBD7 protein
expression showed no significant change (P>0.05) compared with control Bel7404 cells transfected with empty

Conclusion: BTBD7P1 may probably regulate the expression of its parental gene BTBD7 at mRNA level and
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lentiviral vectors, the proliferation and expressions of BTBD7 mRNA and protein were measured.
vectors.
thereby participate in the occurrence and development of HCC.
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Table 2 Oligonucleotide sequences of specific primers for quantitative real-time PCR
FEH LUF51HF5 IRER7Z)E el

BTBD7 5'-AGT CAA ATG CCT GGT TAC GG-3' 5'-TGT CTG GCA CAT TGG ACA TT-3'
BTBD7P1 5'-TTA GCG GAG GAA TAT GAG GGA-3' 5'-CCA AAA TGG CAC GAT GAA CAG-3'
BTBD7P2 5'-GAT CAA GAA GAA CTG ATC AGC C-3' 5'-TAG CTT CGC ATA AAG ATC AGC C-3'

GAPDH 5'-TGT CTG GCA CAT TGG ACA TT-3' 5'-GCA CCG TCA AGG CTG AGA AC-3'
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Figure 1 BTBD7P1 and BTBD7P2 expressions detected by real time PCR
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% 2 BTBD7P1 mRNA ®i%x5 HCC I RFEEFHERMEXR [ (%) ]
Table2 Relations of BTBD7P1 mRNA expression with clinicopathologic characteristics of HCC [ (%)]
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Figure 2 Comparison of the survival conditions between patients with different BTBD7P1 mRNA expression levels A: Overall

survival curves; B: Tumor-free survival curves
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Figure 3 Results of MTT assay
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Figure 4 Measurement of BTBD7 mRNA expression
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Figure 5 Measurement of BTBD7 protein expression
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