Ho3EH AW rhEEE MR R Vol.23 No.4
2014 4 4 A Chinese Journal of General Surgery Apr. 2014
d0i:10.7659/j.issn.1005-6947.2014.04.013 « FELEF T -

.,_ .'i'-- http://www.zpwz.net/CN/abstract/abstract3849.shtml

c-Met«T’:E’ﬁ\ Tt EE AR PR RIE

WeEss ",

WFE, AR, WR?, FOE, AR, 2R

(1. EBmAEARER S@ s, B /% 710068; 2. 428 KFWEH — B @ sM, B §% 710061 )

=

ES et

B : BT A K T2 (c-Met) fEA TR S5 B i A 40 i 325k KL R 3 o

Fik: H real-time PCR 1 Western-blot 3735 %t 48 5 1T 5% % 45 11 i 98 4 2L 48 151 JG T e B 45 14

s 24 c-Met HE R RER (2K HEATREIN , IR 4347 c-Met B3R5 5 45 I R B R M A C & .

R, MBS E M ALR o-Met FIK7E mRNA FIEE A /K54 B 855 T 6 IF 4 5 45 &

HY, ZRYHEGH¥E L (HP<0.05) ;5 c-Met 19 mRNA /K F12E (A K P2 510 K 40 .

W A5 A% DI AR O (3 P<0.05) , i S ML AR 0 B0 A R B R bR A S G (Y

P>0.05) .

G0 c-Met R RIKEGL HHEIF LA C, Kl c-Met 1138 35 X TN 25 B 968 I B vl g oA &

BANE [hELEMIRE, 2014, 23(4):468-472]
SE M R AT c-met; MR

FESES: R735.3

C-Met expression in primary colorectal cancer tissues with and without

liver metastasis

YAO Jianfeng', SUN Xuejun®, YAN Likun', HE Sai’, LI Xiaojun', TONG Cong', WANG Xiaoqiang'

(1. Department of General Surgery, Shaanxi Provincial People’s Hospital, Xi’an 710068, China; 2. Department of General Surgery, the First
Affiliated Hospital, Medical College, Xi’an Jiaotong University, Xi’an 710061, China)
Corresponding author: SUN Xuejun, Email: sunxy@mail.xjtu.edu.cn

ABSTRACT

Objective: To investigate c-Met expression in colorectal carcinoma tissue either with or without liver metastasis
and its clinical significance.

Methods: The c-Met mRNA and protein expressions in 48 specimens of primary colorectal cancer tissues with
liver metastasis and 48 specimens of primary colorectal cancer tissues without liver metastasis were determined
by real-time PCR method and Western blot analysis, respectively. The relations of c-Met expression with some
clinicopathologic profiles were analyzed.

Results: Both c-Met mRNA and protein expressions in primary colorectal cancer tissues with liver metastasis
were higher than those in primary colorectal cancer tissues without liver metastasis, and the differences had

statistical significance (both P<0.05). Both the c-Met mRNA and protein expression levels were significantly
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related to clinical stage and lymph node metastasis (both P<0.05), but irrelevant to sex, age, degree of
differentiation and tumor location (all P>0.05).

Conclusion: High c-Met expression is associated with colorectal cancer liver metastasis, and c-Met detection may
have an important value for predicting colorectal cancer liver metastasis.
[Chinese Journal of General Surgery, 2014, 23(4):468-472]
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Figure 1 c-Met mRNA expressions in primary colorectal cancer

tissues with and without liver metastasis
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Figure 2 Electrophoretogram of c-Met protein
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Figure 3 c-Met protein expressions in primary colorectal cancer

tissues with and without liver metastasis
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Tablel The relations of c-Met mRNA and protein expression

with the clinicopathologic features of colorectal cancer

patients
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