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e ERREFEFE ST AR R ARIE B EE TLR2 mRNA, HDC#1
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(FABERETARER EFRHME TS, T A4S 054000)

W = ERE B e L I R B A A AT R B R L IE e = — , E I A A A T A
Bro AWFFRIRT Toll FEZ A2 (TLR2) mRNA. HZBRBRE (HDC) Kbk 40 il CDo64 70 % Mk IH B
8 BEL AR B BT A 15 5% (DSA) 5] 5 I S BRI 5 S 1 R 1 B AR R Ji5 IR 3 J% e 17 2% 3 A28 4k %
LTI AN
Fik s BUBPEGN A 2021 45 1 H—2024 4 2 A db 4 & 1 A R EE B 285 il 452 32 DSA 5] 5 iR =2 428K 4
RO e 5 AP R B 20 P T A L AR A, AR RS R R R A IR R A O IR A (46 i) TR S
Yedd (239 4)) . HEEE P ILLE ORI RORRT . KRG 1 d RIEFEAR [C-R B &E A (CRP) . [#45 % R
(PCT). F1408] 72 TLR2 mRNA, HDC. CD647K°F. >R H Pearson #H5C 1, T4 I CRP MAH G,
K H Z & Logistic [0 43 Hr 5w Il 2 K% TAERIEMZE (ROC) IPAL H BN (5 . 55 90
A 2024 4F- 3 4 —2024 4 10 50 i F 35 PEAT R HE P 96 IE
SR GBI . A A B AR RH L T ORI A (38 P<0.05) . RS 1 d L4 CRP
TLR2 mRNA . HDC & CD64 7K V-2 T AR &G4 (34 P<0.05) . TLR2 mRNA. HDC } CD64 55 CRP /K-
BIRIEM G (1=0.729. 0.682. 0.755, 3] P<0.05), Jf15/@ae /™ S B IEAHC . £ [ % Logistic A1) 43
Mrias, ROEREIRIE . MHZS £ AR 2S5, TLR2 mRNA . HDC K CD64 475k A Jo MH I8 2% 4L 1 4 <7 A
KEZE (#P<0.05). ROCHHT 7R = F A T AR S5 JIH T8 & e i il 260 1 Xk 0923, R oy
89.13%, FE5EJE J 84.10% , T HIHEAR . HiBEM: 50 UE 25 S R PO A 7Y 15 S0 PR ah SR — S R AP (k=
0.864)
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Expression characteristics and predictive value of TLR2 mRNA,

HDC, and CD64 for biliary infection after interventional therapy
for malignant biliary obstruction

MENG Linglei, LI Shaoteng, WANG Xiaojuan, LI Demao, GAO Fengxiao

(Medical Imaging Center, Xingtai People's Hospital, Xingtai, Hebei 054000, China)

Abstract

Key words

Background and Aims: Biliary tract infection is a common complication after interventional treatment
for malignant biliary obstruction (MBO), yet reliable early predictive markers are lacking. This study
aimed to investigate the expression of Toll-like receptor 2 (TLR2) mRNA, histidine decarboxylase
(HDC), and neutrophil CD64 and evaluate their predictive value for postoperative biliary infection after
DSA-guided biliary stent combined with radioactive seed chain implantation.

Methods: A retrospective cohort of 285 patients with MBO who underwent DSA-guided biliary stent
combined with radioactive seed chain implantation between January 2021 and February 2024 was
analyzed. Patients were divided into an infection group (n=46) and a non-infection group (n=239)
according to the occurrence of postoperative biliary infection. Baseline characteristics, inflammatory
markers (CRP, PCT, and white blood cells), and the expression levels of TLR2 mRNA, HDC, and CD64
before surgery and on postoperative day 1 were compared. Pearson correlation analysis was performed to
evaluate correlations with CRP levels. Multivariate logistic regression was used to identify independent
factors associated with postoperative infection. Receiver operating characteristic (ROC) curves were
used to assess predictive performance. An additional prospective cohort of 50 patients (March-October
2024) was used for validation.

Results: The proportions of diabetes, gallstones, and high-level obstruction were significantly higher in
the infection group (all P<0.05). On postoperative day 1, levels of CRP, TLR2 mRNA, HDC, and CD64
were significantly higher in the infection group than in the non-infection group (all P<0.05). TLR2
mRNA, HDC, and CD64 levels were positively correlated with CRP (7=0.729, 0.682, and 0.755,
respectively; all P<0.05) and infection severity. After adjusting for diabetes, gallstones, and obstruction
level, TLR2 mRNA, HDC, and CD64 remained independent factors associated with postoperative biliary
infection (all P<0.05). ROC analysis showed that the combined detection of TLR2 mRNA, HDC, and
CD64 achieved an AUC of 0.923, with a sensitivity of 89.13% and specificity of 84.10%. Prospective
validation demonstrated good agreement between predicted and actual outcomes (x=0.864).

Conclusion: Elevated levels of TLR2 mRNA, HDC, and CD64 are associated with postoperative biliary
infection in patients with malignant biliary obstruction. Combined detection of these biomarkers may
serve as a promising strategy for early prediction of postoperative biliary infection.

Biliary Tract Diseases; Cholestasis; Stents; Postoperative Complications; Biliary Infection
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LR 00 AR R i H T R e 10 XU SR
BB B i ot = B 000 SR e JE T A BH AR DSA 5
S N TE S S8 4+ S PR B R AR S I T R G 1 T
B, C- N (C-reactive protein, CRP) . [ 45
K JF (procalcitonin, PCT) . 4l A 55 5 F % 4E 45
b2 izt B, AT S e A R, Sof
W B SR AR S W o Toll K Z K 2 (Toll-like
receptors 2, TLR2) mRNA Z [& 4 %5 Toll £ 57 (& 15
o0 B R Y, B SR B AR T, R] R
ol S g 1 e XUBS: ANHEDT, 2H 2R R i (histidine
decarboxylase, HDC) fF#E T K, L. BEZFh
wEAEL, SRR BB SEA O,
TE N BT T 39847 19 IH A8 3 52 R 5 JIE Gl JR g B rh R
KE TR R, RHEREN S EHE R, b
KL A M CD64 5 8 G 2800 1 5C 3R J2 L AF SR A 5%
AR R 22—, HCTh R AT TR 2R R 1 e B 12
Wi, HATITOEFEU U B, OGS 20 TR R e R AEURK
AE % 70 SR UL 12 WK A7 L0 00 W e R R e B . K
AF ¢ 4 5] 0 P JIE S A BH DSA 51 5 038 52 28 + 0
L5 AR AR S I B S B TLR2 mRNA . HDC |
CD64 1k e T 7 3L, Ay i PR 7 191 950 R = iH 1
B e AR AES %

1 ABMEFE

1.1 —R&ER

PEHL 2021 4F 1 H—2024 4E2 AL Bl & A
E 2 B W34 14 285 911 47 DSA 515 JIH 38 37 48 + ik 5k
B R R B P AR A R AR A [l JB o A
GIBESE o A RRUE : EPEMREMBH ; A AT
DSA 5| 5 JIH 38 3252+ SR T BE R AR 5 WA
J7 s TCAREER AL s IR PR S 2 N Toht
25N . HEBR bR AR IHGE AN Y, M E
MEZSTIREA 2 BIFmM . KRBT R, T4
CERIESE; Rurfrfe i gys . MR E S &L
JIEGHE B YL 7y M IR (46 B)) . ATRYLAL (239 441))
JIE T JK e (1) 12 W7 B e R AR S AR R R
SR} 4y 2 R GE SRR 2 4V G2 0 A DG bR o, 2R
) BF 3 DL WS SR R (D) I R/ AR A A
WOk kA (5380 °C) B ZE S AERE R . B
TR etk AT SR R, B AR BoR B & IR
RAMFRRIPAE S 5 (2) 52560 % /9 I A An ot . T 28
WG IR RE (b)), S0 30 P an i 205

(>10.0 x 10°/L 5 <4.0 x 10°/L.) . PCT>0.5 ng/mL. CRP
TS R R AR IEE . JF AR 4R T8 B X 12
BEWATERE SR (R, HE), L
JRYL 27 5, EE PR 19 6], FRIRAEY R AN, W
SN [A] A AF Be 09 |), 4 9 A8 2 A3 BE 6 [R] 10~25 d,
FH(16.30£2.10) do 73 BEH 2024 4F 3 H —2024 4F
10 A 1Y 50 5] i 25 AV S 35 0 48 2E 47 i R 1k BA 31 5%
UE o ASBF 5% 4K A5 B= B 18 B 25 B S b e (it .
2024 (045) ).

1.2 FHik

1.2.1 %97 7 & DSA N HE 3238+ i 39 1 R 1 5
P B 38 IR 2 25 A OCHR O 28 B T AR R A2
MFE, BEEE (FFH Mak 78 K& EN AR
e, W WUORBE O BT W, E 2 MEF
H20113430, VL7518 5 B8 25 ey A R \) L 77w it
5240504D)) n: WHAGETHE B, HAE L
B, S flEEASF FEHE, 34
IR TEIA6 PS4, A 2R E RS
BB, BAkERE, JIAGERSE, BREE
on: HRE D EBEERE, FEMEmEN,
MAEBRKELA3 em; @GR SFETANFL)S,
ol S, MENS2; @ HP R IR TRZGA
8 mm x 60 mm # 3 (IR £ 2 W i A 77 17 20010397
5, ETE ME 20173134610, H M IXAE AR E H X
IR R AR, A% . JSND-08060) 144, il
BRI NG, WRETERER; W
B e 78 B S SR A T, R R T R B i
5 S TR TR B, B S 4R ) R 4 T il
o Sz R N AR TR, R T AR B T L
MERFEREZN; HESYZ, BH8FREN, 1
455, 5IA8S FHEAGIRE . FE 5%
B, OREAAL, AMETIAY, SHEIT . UL LR
YEXI A A S50 S AE L A A B AR 52 .

1.2.2 A&tk AwRTFWHRGE S HPAHSE
W% MR . R 4820 (bady mass index, BMI) |
WEPRHE . MRgs A ik, g 28 B0 A RH 4 A
WK E . XBRER. BFEAREAHAE . naf
HoooIm /it . BHLE ., HEHAORER R
EXCEL 4%, JF %50 808 s A HEmf 5.

1.2.3 CRP.PCT. G ARAj. RJF1d55%
AWM S mL, DL G RE Lk K i3 CRP, DA
SIS B % 2 oy BT K I I PCT /K V-, A7 IR R
A I T S 1 4 LK -
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1.2.4 TLR2 mRNA.HDC.CD64 £#i% HBURE]. &R W2 TR P g R L 34 4 . Rl 4 B R g . 4

Jo 1 das bR A, PLSZit5¢ 6 2 B PCR 246 I i
i TLR2 mRNA % ik, 1F 2 19 51 ¥ 4 %l K 5'-AAC
TTA CTG GGA AAT CCT TAC-3'. 5-AAA AAT CTC
CAG CAG TAA AAT-3', LA B-actin (IE [ : 5'-CAT
GTA CGT TGC TAT CCA GGC-3', fZ[fi]: 5-CTC CTT
AAT GTC ACG CAC GAT-3") fE AN ZIEH, Kl
LR A X e 1k =272 20 S IG M5 37 T AR ARG R
BHAPEXS B A HEREAS, Y TC R AR A B TC 8 38 15
5o BT R EH B FL CUEAR R R (CV)
<5% I, HCRCIE 7 BR 4 LLELISA 5 K i 3
HDC, #rufEfi 4|l = &= % (R ¥>0.99, #ifi &
WG, AR BEE S AL . AR E LR RE A
AL, FEARK LI OD A 25 5 2K <15%; M2 mL
bR A, B IR 28 i U R 48 20 Bk 2 Ol 2 x 107/mL,
JHl CD45-PerCP, CD64-PE. CDI4-FITC ., CD33-APC
AT R s BE PR AR e, E M E 20 min A ZL
A0 M A, EECER IR 10 min, LR 240 A
I FCS Express V3 #F 345 CD64 ik, JH CD64 45
Fon, AN (PMN CD64 MFI/Lym CD64 MFI) /
(Mo CD64 MFI/PMN CD64 MFI ) , 4 3% 52 5 iy 5 F 20
BE P 7RI B A Xt RO AR 0 R Y9 G AR 34 (PMIT)
B, I8 CompBeads % B £ 6, 9¢ Y6 A M2 56 (4
B A FE AR A — 44 28 30 3 5 I BOR N Bt SR A AH (W]
() B AL TSR R AT 40 B, B AR5 SR vl ek .
1.3 SritELE

K JH SPSS 27.0 g4, HECTE R B (| g
b)) [n (%) 1%x, T x5, itmE%ER LY
B brifE2 (x+£s) Fon, (TSR R K N
JH Pearson #H & PE 48 111 43 T R J5 1 d TLR2 mRNA |
HDC ., CD64 £ ik 5 CRP M XM, RAZHN &
Logistic [8] 743 #7 AR J5 1 d TLR2 mRNA . HDC . CD64
TR ARG IRE Y sZm, SR 2 E TAERE
fEAH 4 (receiver operating characteristic , ROC) 7t
ANTR] J S TN AR J5 AR GE B AN E AN TR 28 1]
i 2 T R (area under the curve, AUC) M L3R
H DeLong B, «{H 7 TLR2 mRNA+HDC+CD64
Tt 25 50 R S bR — Pk o KK fE P<0.05 .

2 % R

2.1 BEEZEH
g R 2R 2 R R, 22 T PH M 4 T R e 12 141
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A, BNHEHEE SIS T ARBRREH (B P
0.05); P4l HA LR F R LR T B 2% (P
0.05) (F£1),

R1 BERASRBERARLERILE

Table 1 Comparison of baseline characteristics between
the infection group and the non-infection group

YL KRB

i (n=46) (n=239) WP
Y (P T+ 5) 63.2849.15  61.97+8.66 0.931 0.353
PERn(%)]

2 28(60.87)  140(58.58)

@ 18(39.13)  99(41.42) B
BMI(kg/m?,x + 5) 2254+0.83  22.60+0.77 0.478 0.633
BRI (%)] 20(43.48) 68(28.45) 4.081 0.043
L5 11 [n(%)] 25(54.35) 82(34.31) 6.606 0.010
R (%)] 11(23.91) 51(21.34) 0.150 0.698
JiRE 20 (%) ]

e 27 1(2.17) 4(1.67)

JIRE s 25(54.35)  125(52.30)

BT 17(36.96)  95(39.75) 0-166 0983

J e 3(6.52) 15(6.28)

RS0 (%) |

fRASAERE 20(43.48)  143(59.83)

AT 26(56.52)  96(40.17) B
A (mm, % + 5) 60.12+10.36  58.59+8.76 1.052 0.294
HAEHAE (mm, X £ 5) 8.20+0.71 8.31+0.80  0.869 0.386
FF A2 [0 (%)]"

1k1M125 29(63.04)  144(60.25) 0.126 0.723

HURZY 31(67.39)  167(69.87) 0.112 0.738

EilvE] 42(91.30)  213(89.12) 0.032 0.858

ML HEA (g/L,% + 5) 103.59+10.26 106.00+12.57 1.224 0.222

/MR (X10°/L,% + ) 209.55+38.48 214.28+41.60 0.714 0.476

JBHLT R (wmol/L,x +5)  240.89+72.17 233.56+68.49 0.659 0.510

Eiﬁﬂﬂﬁ?mmom F+s) 1823144530 175.94+51.53 0.782 0.435
) AT R R —Fh LA 259

Note: 1) Some patients used more than one medication

simultaneously

2.2 MWMAFABIGCRP.PCT.AAMKTELLE

YL 4 R AT CRP . PCT . A 40 i /K - 5 o Jj&
PHEZESTEHRITFE X (HP005); WARE
1 d CRP# B & FARHAT (¥ P<0.05), HEG4
AR5 1 d CRP [ FF i F B K TR B4l (P<0.05) ;
WA ARG 1 diPCT, H ALK 22 55 oG8 it &
X (¥ P>0.05) (%£2),
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F2 BPASRBLEAFAEECRP. PCT. AHMEKAFILE (x +5)
Table 2 Comparison of CRP, PCT, and white blood cell levels before and after surgery between the infection group and the
non-infection group (x = s)

YL (n=46) 15.10+5.11 21.23+6.48" 0.09+0.04 0.110.05 8.66+2.15 9.13+2.27

AR (n=239) 13.98+4.75 16.00+5.07" 0.09+0.03 0.100.04 8.89+2.34 8.94+2.50
! 1.446 6.107 0.000 1.488 0.618 0.479
P 0.149 <0.001 1.000 0.138 0.537 0.632

1) SRS, P<0.05

Note: 1) P<0.05 vs. preoperative value

2.3 HWAFAFE TLR2 mRNA.HDC.CD64 3% HDC . CD64 % ik @& T R4 (P<0.05); K&
IKFEELER e A J5 1 d TLR2 mRNA . HDC. CD64 5 R i Lt

L 20 R B TLR2 mRNA . HDC . CD64 %3k 5
KRB BRTH R 2SS (HP>005); BYPHAR
J51d TLR2 mRNA . HDC . CD64 ik 0] i & TR
(3 P<0.05) ; Y20 K J5 1 d TLR2 mRNA .

BILWAEZES (P0.05) (E 1), ARG
HFE AR 1dTLR2 mRNA . HDC . CD64 ik [L# T
B2 (P>0.05) (£3),

e

R
P<0.05

Bl1 BASRBSEAFAREIETLR2 mRNA, HDC. CD64 RiXKFLLER
Figure 1 Comparison of TLR2 mRNA, HDC, and CD64 expression levels before and after surgery between the infection group
and the non-infection group

®3 AEREEBLEEARSTTdHTLR2 mRNA, HDC, CD64 RiZKFLLE (% + )
Table 3 Comparison of TLR2 mRNA, HDC, and CD64 expression levels on postoperative day 1 among patients with different
pathogenic infections (x + s)

2 [P PE AN IR  (n=12) 21.86+5.94 0.10+0.03 9.25+2.03

B2 PR IR (n=34) 21.016.15 0.1120.04 9.09+2.16
! 0.415 -0.789 0.224
P 0.680 0.434 0.824

24 ARJE1dTLR2 mRNA.HDC.CD64 kit 5 e P RE B OE A OE (1=0.751., 0.784, 0.760,
CRP K B ERERHEX M 7 P<0.001) .
Pearson A & P AT 45 R . 7n, KRJ5 1 d TLR2 25 ARJE1dTLR2 mRNA.HDC.CD64 & ixXt A

mRNA (7=0.729) . HDC (1=0.682) . CD64 ik (=
0.755) S5 ARJG 1 dM CRP K2 IEAMH K (¥ P<
0.05). ARJ51dTLR2 mRNA., HDC., CD64 ik 5

J& BB BB R
T ARK1dTLR2 mRNA, HDC. CD64 3 ik
5 CRP WM MR E, HEWIKKH T N4, fF1F
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5 35 &

ZE LR, BT ULF K CRPHERR . IR JE
JRGE YL R A G B AR B (REE=0, KHA:=1),
IBERRAE (J6=0, H=1). AZH (=0, H=1).
BB 4y A (IR 7 A8 BH =1, @& 7 A B =2) |
TLR2 mRNA (4% SEIUAE M) . HDC  (F4 52 I {f
fH). CD64 (FZSZIMERME) A ZRH#FITZHE
Logistic BUEH 0, S5 RB, Bk . 0%

A AERH . TLR2 mRNA . HDC. CD64 ¥4 A J5 0

TR (A ST R R (38 P<0.05) 5 K B PR
AR 25 4 . A B B HE AT A I, DA S5 R kg
RAERBHIHAZ R (RkE=0, £4=1),
TLR2 mRNA (3% 52 (A {E ) . HDC  (F4¢ 520 1 T
fH). CD64 (FSCMEME) b A AR BR, &K
IE TRERRME . IS5 A . @RS, TLR2 mRNA
HDC . CD64 474 J& A i RH T8 Jk e A ik 7. AH 56 5% i [R]
% (B P0.05) (#4),

#4 AR/F1dTLR2mRNA, HDC. CD64RiAX AR GREE LA
Table 4 Effects of TLR2 mRNA, HDC, and CD64 expression on postoperative day 1 on postoperative biliary infection

- R IE R K IEJG

OR 95% CI P OR 95% CI P
DRI 1.624 1.058~2.493 <0.001 — — —
IEESYS) 2.194 1.474~3.266 <0.001 — — —
fe AR RH 1.788 1.136~2.815 <0.001 — — —
TLR2 mRNA 1.364 1.112~1.674 <0.001 1.304 1.108~1.535 <0.001
HDC 1.238 1.059~1.447 <0.001 1.196 1.028~1.392 <0.001
CD64 1.346 1.136~1.596 <0.001 1.287 1.117~1.484 <0.001

2.6 ARARTNAGFREERENNME

ROC 4 #r i 7%, RJ5 1 d TLR2 mRNA . HDC
CD64 19 ROC T B9 AUC 5 CRP # if (7=0.015,
0.019. 0.006, ¥ P>0.05); AKJ5 1 d TLR2 mRNA 1§
AUC i K, HDC BYHURE fe i/, CD64 (1) 47 5 i i
o 18 H Logistic M A4 45 2R R BEG 7 E 19
AUC & 7% , TLR2 mRNA+HDC+CD64 { AUC K F
CRP. TLR2 mRNA, HDC, CD64 (Z=4.216, 3.891,
4.017. 4.105, P=0.000, 0.000. 0.000, 0.000) ;
TLR2 mRNA+HDC+CD64 fj AUC K F TLR2 mRNA+
HDC+CRP 5 HDC+CD64+CRP (Z=2.143 . 1.899, P=
0.032, 0.045), TLR2 mRNA+HDC+CD64 ) AUC 5

-7 ——TLR2 mRNA
HDC
—— D64
——CRP
—— TLR2 mRNA+HDC
—— TLR2 mRNA+CD64
—— TLR2 mRNA+CRP
e 1 1 1 1
0.0 0.2 0.4 0.6 0.8 1.0

1=

TLR2 mRNA+HDC+CD64+CRP b # TG i 22 7 (7=
1412, P=0.158) ., MAGIFEAREE . L0 . Hll
PERELE & % JE, TLR2 mRNA+HDC+CD64 K 5 1 J7
22, I RO K 89.13%, FE R N 84.10%
(El2) (%5),
2.7 TLR2 mRNA+HDC+CD64 R R HE T BA 1 6 iE
TEEE S, YA o B, RIRYL4 41 41 .
% F TLR2 mRNA+HDC+CD64 7 ffy 751 0 J&& % 8 f3i]
KL 40 9] . TLR2 mRNA+HDC+CD64 il ] 4% 5 5
I PR 2 b — BUME 0 1 s, H k=0.864 (95% ClI=
0.587~0.997) , 74 #=96.00% (P<0.05).

—— HIC+CD64+CRP

% —<TLR2 mRNA+CRP
0.4 _.#"—— TLR2 mRNA+HDC+CD64+CRP
—— TLR2 mRNA+HDC+CRP
TLR2 mRNA+HDC+CD64
02 —— HDC+CRP
—— HDC+CD64
0.0L= 1 1 1 1
0.0 0.2 0.4 0.6 0.8 1.0
1455

B2 ANEHFEHRMARSREERER ROC Lk

Figure 2 ROC curves of different models for predicting postoperative biliary infection
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R5 ATREFEBMNAGEEBRFEROC HHTER
Table S ROC analysis results of different models for predicting postoperative biliary infection
€ AUC 95% CI BT BUREE (%) FRRIE(%) P
TLR2 mRNA 0.828 0.779~0.870 241 78.26 77.41 <0.001
HDC 0.820 0.770~0.863 26.35 89.13 64.02 <0.001
CD64 0.817 0.767~0.860 13.12 71.74 88.28 <0.001
CRP 0.813 0.763~0.857 18.43 73.91 76.57 <0.001
TLR2 mRNA+HDC 0.855 0.808~0.893 — 80.43 79.92 <0.001
TLR2 mRNA+CD64 0.862 0.816~0.900 — 76.09 82.85 <0.001
TLR2 mRNA+CRP 0.851 0.805~0.891 — 80.43 78.24 <0.001
HDC+CD64 0.875 0.830~0.911 — 82.61 83.26 <0.001
HDC+CRP 0.863 0.818~0.901 — 78.26 79.08 <0.001
CD64+CRP 0.869 0.824~0.906 = 78.26 86.19 <0.001
TLR2 mRNA+HDC+CD64 0.923 0.886~0.951 — 89.13 84.10 <0.001
TLR2 mRNA+HDC+CRP 0.887 0.844~0.921 = 84.78 79.08 <0.001
HDC+CD64+CRP 0.882 0.838~0.917 — 86.96 74.90 <0.001
TLR2 mRNA+HDC+CD64+CRP 0.932 0.896~0.958 — 86.96 87.87 <0.001

3 i #

M IR TE A BH DSA 515 0T 3220 405 TR T
ARG ERENEESZMEAZEAX, W
N g 20 M0 S e A L TR APEERAE L R
Ui 45, AR KPR, n] b R O iR B AE . £
B IR AT, BN E A, B L A A R
ENEYE TNy PN o S i A

AW K IR Y 21 A IR IR . R4S A R
A5 BEL A b ) B vy, R v ORE DRGSR o A
A3 19 G 258 20 M ) e 0 A H 55 4 B B IRSE A
VF Ay 4 T AR ) RS 48 AR T 4 AR SR R Y T
A7 A5 BEL D) PR ) 52 2% 1 A 5 | A 48D 35 o 458 A AR
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PE7R PCT . 1140 B R0 B e v e N BE I VE A TR
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